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OIPE 



SEQUENCE LISTING 
(1) GENERAL INFORMATION; 

i) APPLICANT: Da 1 ia ■ Fa vera , Riccardo — \\l 



Chaqatiti, Raju S.K. ....♦corf. 

) TITLE OF INVENTION: CLONING AND USES OF THE GENETIC LOCUS 006^ >* rtP V^©® 

bcI-6 ^ ..A0\S\^®^*' . 

(iii.) NUMBER OF SEQUENCES: 9 QO^^ 



v) CORRESPONDENCE ADDRESS : /I ' 



(A) ADDRESSEE: Cooper S Dunham LLP p. 

(B) STREET: 118 5 Avenue of the Americas P\ 



(C) CITV : New Vork ^ 

(D) STATE: New York 

(E) COUNTRY: United States of America 

(F) ZIP: 10036 

(V) COMPUTER READABLE FORM; 

(A) MEDIUM TYPE: Floppy disk 

(B) COMPUTER: IBM PC compatible 

(C) OPERATING SYSTEM: PC - DOS/MS -DOS 

(D) SOPTV/ARE: Patentln Release Sl.O, Version SI. 25 
(vi) CURRENT APPLICATION DATA: 

(A) APPLICATION NUMBER: US/09/761,117 

(B) FILING DATE: 15-Jan-2001 

(C) CLASSIFICATION: 

vi.ii) ATTORNEY/AGENT INFORMATION: 

(A) NAME: White, John P. 

(B) REGISTRATION NUMBER: 28,678 

(C) REFERENCE/DOCKET NUMBER: 0575/-13771-A-PCT-US-Y 
(ix) telfjcohhunic:ation INFORHATIOM: 

(A) TELEPHONE: (212) 278-0400 

(B) TELEFAX: (212) 391-0525 

(C) TELEX: .-122523 COOP UI 



ERRORED SEQUENCES 

4'1 (2) INFORMATION FOR SEQ ID NO: 1: 



46 (i) SEQUENCE CHARACTERISTICS: 

47 (A) LENGTH: 3720 base pairs 
4 0 (B) TYPE: nucleic acid 

4<5 (G) STRANDEDNESS : double 

50 (D) TOPOLOGY: linear 

52 (ii) MOLECULE TYPE: CDNA 

54 (ix) FEATURE: 

55 (A) NAME/KEY: CDS 

56 (B) LOCATION: 328.. 244 5 

58 (xi) SEQUENCE DESCRIPTION: SEQ ID NO: 1: 



E--> 60 GGCCCCTCGA GCCTCGAACC GGAACCTCCfl AATCCGAGAC GCTCTGCTTA 
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input; Set : A:\43771apuy.app.txt 

Output Set: N:\CEF3\01292001\I761117.raw 

61 TCAGGACCTC 60 

63 GAAATRTGCC GGCCftG TGfta AAAATCTTAT GGCTTTGAGG GCTTTTGGTT .XJ 

^GCCAGGGGC 1 2^ ■ ■ / 

XCESAG^GCT GftCACCAAGT CCTCCCCTGC CACGTAGCAG ^ 

ITAAAGTC 1SQ> _Jr^ 

iIIC£GAGAA TTGAGCTCTG TTGATTCTTA GAACTGGGGT ^ 



>-> 66^ AC 



S^AGl^J 



► 69 CGA^SiC; 
70 ^fCTTAGAAG' 



T 24(J) _ 



7 2 GGTGATGCAA GAAGTTTCTA GGAAAGGCCG GACACCAGGT TTTGAGCAAA 
73 ATTrrOGACT 300 

7 5 GTGAAGCAAG GCATTGGTGA AGACAAA ATG GCC TCG CCG GCT GAC AGC TGT 



76 



351 



77 Met Ala Sec Fro Ala Asp Ser Cys 

78 15 

> 80 ATG CAG TTC ACC CGC CAT GCC AGG GAT GTT CTT CTC AAC CTT AAT CGT 

> 81 399 

82 lie Gin Ptie Thr Arg His Ala Arg Asp Val I.eu Leu Asn Leu Asn Arq 

> 83 10 15 20 

> 8 5 CTC CGG AGT CGA GAC ATC TTG ACT GAT GTT GTC ATT GTT GTG AGC CGT 

> 86 447 

87 Leu Arti Ser Arg Asp lie Leu Tlir Asp Val Val He Val Val Ser Ary 

> 88 25 30 35 40 

> 9 0 GAG CAG TTT AGA GCC CAT AAA ACG GTC CTC ATG GCC TGG AGA GGC CTG 

> 91 495 

92 Glu Gin Phe Arg Ala His Lys Thr Val Len Met Ala Trp Arg Giy Leu 



► 93 



45 



50 



> 9 5 TTC TAT AGC ATC TTT ACA GAC CAG TTG AAA TGC AAC CTT AGT GTG ATC 

> 96 543 

97 Phe Tyr Ser He Phe Tlir Asp Gin Leu Lys Cys Asn Leu Ser Val He 

> 98 60 65 70 

> 100 AAT CTA G:.T CCT GAG ATC AAC CCT GAG GGA TTC TGC ATC CTC CTG GAC 

> 101 591 

102 Asn Leu Asp Pro Glu He Asn Pro Glu Gly Phe Cys He Leii Leu Asp 



■ 10 5 TTC ATG TAC ACA 1 
► 106 639 

107 Phe Met Tyr Thr S 



112 



a I I 



1 Ala 



C CGG CTC AAT TTG CGG GAG GGC AAC ATC ATG GCT 

: Arg Leu Asn Leu Arg GJ.u Gly Asn He Met Ala 

95 100 

r ATG TAC CTG CAG ATG GAG CAT GTT GTG GAC ACT 

1 wet Tyr Leu Gin Met Glu His Val Val Asp Thr 



' 113 105 110 

' 115 TGC CGG AAG TTT ATT AAG GCC AGT GAA GCA GAG ATG GTT TCT GCC ATC 

116 735 

117 Cys Arg Lys Phe He Lys Ala Ser Glu 1 



> 118 



125 



12 0 AAG CCT CCT CGT GAA GAG TTC CTC 

121 783 

122 Lys Pro Pro Arg Glu Glu Phe Leu 
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DATE: 01/29/2001 

"5 III n. -et «. TV. «. «» "° f/s 

s s« -V «. " 

136 927 o Ala Ser Tvr Ser Met Tyr Ser lus 

13 S - ser Gly Leu ser TUr Pro Pio Ala Se. T 

,os I-S" m nsr TAG TTT CGG GAT GTC 

138 185 ^ TCC GAT GAG GAG lH 

14 0 CTC CCT GTC AGC AGC CTC CTC 1 

- Zl v.f... se. 3« S - S 

, 150 GAT AGT GCC AGG CCA GTL c 

> 156 U19 ^ ;,sn lie Tyr Ser Pro Lys G.U> Thr 

:ii::i::lGCACGASGATATGCACTAC^:^.CCCTGAGGGC 

'> \ll ;;r..o Glu CIO Al. Ar, ser Asp ne. H.s Tyr ser val Ala G. . 

-> ^'^^ C. GCC "c? TCA GCC CGA AAT GCC CCC TAG TTC CCT TGT 

-> 165 CTC AAA CCT GCT GCC CCC TCA 

-> "° - 

173 Lys Alii ser Lys iiu 

- CCC CCC AAT GCA CCC CTG AAC CGG AAG G T 

:>;;L...Scagagcccccag:::.ctgactgccagcccaactcgccc 

" III iJfser pro Gl. ser Pro Cln .ys Ser Asp cys Cl„ Pro Asn ser 

-> 18 330 ^ ,cC TGC ATC CTC CAG GGT TCT GGC 

185 ACA GAG GCC TGC AGC AGT AAG AAT 
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DAT15: 01/29/2001 

c,, ser Lvs AS. .la Cys He Lcu Cln Gly Ser Cly 
355 

rCC WVG AGC CCC ACT GAC CCC AAA GCC TGC 
,90 TCC CCT CCA GCC AAG ^.^^ 
- .^-o Ma LVS ser Pro TUr Asp Pro .ys Ma Cys 



1" .h, nc val ,,0 



202 Gly Cly pro GlU " 

„ .CC Ccl CC. 3CC T.C « CC. CCC .™ C»= CC, »C «C 

,0, M. KO KO C„ .1 

-;n:c,c;io,cccc..cc«cc.«.ccc.c^^^^ ^^^^^^ 

> ■ .c CCC »T »c ™ »c »c «c »C »CC CCC 

> 215 CCA CAA GCC AGC CGG CTC ^ 

-> 1695 . ^ ^ Leu Asn As. He Val Asn Arg Ser Me. 

,i::::.cicc.ccc.c.cc.ci?icc.c.»c.»cccc 

225 CCG AAG TGC ACG TCC ^^^^ ^^^^ 

-> cy. Thr scr Cys Gly ser Cln Ser Pro Gin H.s 

: LcCGC.GGCCCC:S..CGC.GAOGAGA.GGGAGAGACC 
2 30 TGC CTC CAC ACC 

cS'l... His TUr Ma Gly Pro T.r Phe Ma Gl. Giu 
---;-c.ci'cJc.c»c.»c„,c„cc,c,c.c» ^^^^^^ 

236 1887 <.er ASP ser ser cys GlU AM. Gl/ A ^^o 

237 Glu ser Gl» T/,. ■ 515 

.-> 2 38 505 „- ,jTC TCT GAG GAG GCC TCA t-iv. 

.0 AAT GAG TGT GAC TGC CGC TTC 

. .r. Phe ser Glu Glu Ma Ser Leu Lys Arj 



6 1983 
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DATE: 01./29/200X 
TIME: 13:47:07 



Input set 
Output Se 



: A:\4377iapuy.app.txt 

.. N:\CEF3\0129200X\l7611l7.r 



247 Thr Leu Gin The His ser ^sp tys 



s cys Asp Arcj cy 

550 



^ r/. ri'ser .rg Tyr .y. Cly Asu .eu Ma Se. >us 

^ ccc ... CO. Ill ..c .c. coo occ ..c 

> 255 ACC GGT GAG AAA CCC 

> 256 2079 ^^^^ cys Asn Ue Cys Gly Ala Gin I .)e 
9^7 TUr Glv Glu I.ys I'ro l^r 530 

> 2" , , „ ,eu Lvs Thr His Thr Arg He His Ser Gly .lu Lys 
■> ^ S - - 2 



L 2223 



, Gly Glu Lys pro Ty 



630 



297 Asp 1 



0 pro G.Vu Leu 1 



3 Lys Ala Cys 
7 Asp Leu i-iu " 705 

, 3.'. c„.c.»« cI2?ccc.,c ...».c» ccc«..«. «,.,»c.c 
, iScccS »«»Scc ,C,.-«-C »C»CTCC« »c»»c« 
. .CCO'SL »=»™0C cc«ccc,c 

> 1:1 -<=^-» — ' 



> i Tc r. i« c« s CO «^ 

> 275 GAA ATC TGT GGC ACC CGI 

> cJ^n, c« «v ™. '«= 

; »c c.e »c cc. - 

III ":\r, u., .1. «.r c.y ^r. " ' 

-> 286 2367 ^eu Arc, Leu H.iB Leu Aiy 

........ 

f,; ;i"<n, ne -« "1 f,; »" ..'= 

cc. cc. S c,c ccc «c «c _c — 



1/29/01 
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RAW SEQUENCE LISTIIIG 

PATENT APPLICATIOH: US/09/761,117 



input Set : A:\43771apuy.app.txt 
Output set: N:\CRF3\0129200i\l761U7.1 



2705 
H NNNNHNNtTNN 
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VERIFICATION SUMMARY Vf.VlT 
PATENT APPLICATIOK: US/09/761,117 T rHE : 1 : 47 . 08 

input Set ; A:\4 3771apuy.app.txt 

Output set: N:\CRF3\01292001\l761117.raw 

n 1 „r invaliri format, [(A) APPLTCATIOM NUMBER;) 

M:25'l E: No of Bases conflict, TuputrO Coui.ted:50 SKQ.l 
H ''54 Repeated In seqNo-l 
llG M-336 W; Invalid Amino Acid Number ; 
L-81 H:336 W: Invalid Amino Acid Number 
1-83 M-336 W: invalid Amino Acid Number 
L-86 M:33f) W: Invalid Amino Acid Number 
i.-Rft M:3:)6 W: Invalid Amino Acid Number 
1;336 W: Invalid Amino Acid Number 
invalid Amino Acid Number 



L;91 
L:93 
L:96 



1-336 W: invaiiu amiuu ...... 

I -336 W: Invalid Amino Acid Number in Cod 



[1 Coding Region, SEQ 1D:1 

n codincj Region, SEQ ID:1 

n Coding Region, SEQ il):l 

n Coding Region, SEQ TD;1 

n Coding Region, SEQ 1D:1 

n Coding Region, SEQ ID:1 

n coding Region, SEQ ID:1 



33G W: invalid Amino Acid Number 
1-336 W; Invalid Amino Acid Number 
i-336 W: invalid Amino Acid Number 
,i';336 W: invalid Amino Acid Number 
d;335 W; invalid Amino Acid Number 
1^336 W: invalid Amino Acid Number 
1:336 W; Invalid Amino Acid Number 
^•336 W: Invalid Amino Acid Number 
4:336 W: Invalid Amino Acid Number 
yI:33C W: Invalid Amino Acid Number 
^:336 W: Invalid Amino Acid Number 
m'336 W; Invalid Amino Acid Number 
M-336 invalid Amino Acid Number 
,;131 M:336 W: Invalid Amino Acid Number 
I,-133 M:336 W: Invalid Amino ACid Number 
ri'nb M:336 W: Invalid Amino Acid Numlier 
L-138 M:336 W: Invalid Amino Acid Number 
L-141 m'336 W: Invalid Amino Acid Number 
invalid Amino Acid Number 
Invalid Amino Acid Number 
Invalid Amino Acid Number 



.1 Regi! 



, SEQ " 



L:lll 
L:113 
L:116 



[,:123 
L:126 
L:128 



L:I43 M:336 W: 
L;146 M:336 W: 
L:148 M:336 W: 
I.:151 1-1:336 W: 
L:153 M;336 W: 
L:156 H:336 W: 
L:158 M:336 W: 
L:161 M:335 W: 
I,:163 H:335 VI: 
L:166 M:336 W: 
L:1G8 H:336 W: 
L:171 M:336 W: 
I,:173 H:336 W: 
t:176 M:336 W: 
L:178 M:336 W 
I.:181 M:336 W 



Coding Region, SEQ ID:1 
coding Region, SEQ 10:1 
coding Region, SEQ ID:1 
Coding Regi.on, SEQ 1D:1 
Coding Region, SEQ ID:1 
Coding Region, SEQ ID:1 
Coding Region, SEQ ID:1 
Coding Region, SEQ ID:1 
Coding Regi.on, SEQ 1D:1 
Coding Region, SEQ ID:1 
Coding Region, SEQ ID:1 
1 Coding Region, SEQ ID:1 
, coding Region, SEQ 1D:1 
1 Coding Region, SEQ ID:1 
1 Coding Region, SEQ ID:1 
I Coding Region, SEQ 10:1 
1 Coding Region, SEQ TD:1 
1 Coding Region, SEQ ID:1 
1 Coding Region, SEQ ID:1 
1 coding Region, SEQ TD;1 
:oding Region, SEQ ID:1 



-alid Ammo aciu iiui.ii,= i. ^ - 

-alid Amino Acid Number in Coding Region, SW ID.l 

. H -I n^A\nn Rcimon. SEO iU:.i 



invalid Amino Acid Number 
Invalid Amino Acid Number 
invalid Amino Acid Number 
invalid Amino Acid Number 
Invalid Amino Acid Number 
invalid Amino Acid Number 
Invalid Amino Acid Number 
invalid Amino Acid Number 
Invalid Amino Acid Number 
invalid Amino Acid Number 
Invalid Amino Acid Number 
invalid Amino Acid Number 
invalid Amino Acid Number 
Invalid Amino Acid 



Coding Region, SEQ ID:1 
in coding Region, SEQ ID:1 
in coding Region, SEQ ID:X 
in coding Region, SEQ ID:1 
in coding Region, SEQ ID:1 
in coding Region, SEQ ID:1 
in Coding Regi.on, SEQ ID:1 
in coding Region, SEQ TD:1 
in Coding Region, SEQ ID:1 
in coding Region, SEQ ID;1 
in Coding Region, SEQ ID:1 
in Coding Region, SEQ ID:1 
in Coding Region, SEQ ID:1 
in Coding Region, SEQ TD:1 
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336 VJ 
336 VJ 



VERIFICATION SUMMARY 

PATENT APPLICATION: US/09/761,117 



: 01/29/2001 
: 13:47:08 



Output 



Set 



a:\4 3771apuy.app.txt 
N:\CRF3\01292001\I761 



Ll7.ri 



valid Amino Aci(3 Nuraber 
valid Amino Acid Number 
valid Amino Acid Number 
ivaiid Amino Acid Number 
|..alid Amino Acid Number 
ivalid Amino Acid Nuraber 



SEQ ] 



in Coding Region 
in coding Region, a.™ 
in Coding Region, SEO ID 
1 coding Region, SEO ID 



a coding Regii 
[1 coding Regit 



, SEQ ] 
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